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ENSG00000174640.12 SLCO2A1 FDR=0.000713
DLPFC: LFC=−0.0795, FDR=0.521; HIPPO: LFC=0.249, FDR=0.282
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actin filament depolymerization

dendritic spine development

regulation of cell morphogenesis involved in differentiation

axon development

establishment or maintenance of cell polarity

establishment of vesicle localization

Golgi vesicle transport

vesicle localization

establishment of organelle localization

regulation of cell morphogenesis

axonogenesis
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ontology: BP

clathrin coat of coated pit

endocytic vesicle membrane

lamellipodium

cytoplasmic region

synaptic membrane

postsynapse

neuron projection cytoplasm

endoplasmic reticulum−Golgi intermediate compartment membrane

neuron to neuron synapse

asymmetric synapse

postsynaptic specialization

postsynaptic density

cell leading edge
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ontology: CC

Biological process Cellular component

FDR<5%


